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The divergent mode of gastrulation found in the mar-
supial frog Gastrotheca riobambae was compared with that
of five species of dendrobatid frogs (genera Colostethus,
Epipedobates and Dendrobates), with two species of leiu-
perid frogs genus Engystomops, and with Xenopus laevis.
Engystomops gastrulation (egg diameters of 1.1 to 1.3 mm)
resembles gastrulation of X. laevis. Gastrulation of dendro-
batid frogs (egg diameters of 1.6 to 3.5 mm) shares the
delayed elongation of the archenteron and the formation of a
large circumblastoporal collar with embryos of G. riombam-
bae (egg diameter, 3 mm). Egg size is not associated with the
formation of an embryonic disk, as the large eggs of dendro-
batid frogs do not form an embryonic disk during gastru-
lation. To analyze the expression of Lim1 during develop-
ment, we used a polyclonal antibody that recognizes the
conserved C-terminal region of the Lim1 protein in different
vertebrates. This approach into the comparative molecular
analysis of the dorsal blastopore lip reveals that Lim1 is
expressed in the presumptive dorsal region of the early to
late gastrula of the studied frogs. There is, however, variation
in the timing of expression among the different frogs, sug-
gesting that the dorsal blastopore lip is molecularly different
among frogs. At later stages Lim1 is expressed in the no-
tochord, neural cells and in the pronephros, as in the em-
bryos of X. laevis. Further characterization of the dorsal
blastopore lip expression pattern in species with slow
development will contribute to the understanding of gastrula-
tion events.
doi:10.1016/j.ydbio.2007.03.045
Program/Abstract # 5
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In our laboratory we are interested in studying the molecular
and cellular mechanisms involve in the early dorso-ventral pat-
terning of the Xenopus embryo. To identify genes involved in
this process we have used two different approaches: (1) a gene-
candidate approach (pre-genomic era) focused on studying the
role of proteoglycans and (2) a high through-put approach (post-
genomic era) using serial analysis of gene expression (SAGE).
In this talk the progress of both studies will be presented.Syn-
decan-1 is a cell-surface heparan sulphate proteoglycan that
regulates growth factor signalling. We have found that synde-
can-1 restores dorsal patterning in ventralized embryos. A
possible mechanism of action will be presented. The sequence
of the genome of Xenopus tropicalis has made this model
system amenable for genomic analysis. The analysis of the
transcriptome by using high through-put approaches has been
instrumental for our understanding of the genome; among other
techniques the use of SAGE has made an important contribution
of this area. Here we will present our recent results on the study
of dorsal–ventral patterning using SAGE.
doi:10.1016/j.ydbio.2007.03.046
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The secreted signaling molecule, Wnt3a, controls posterior
embryo development by regulating several essential develop-
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